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—♦—Vehicle 

HB-G-CSF-PEG (20K) 50 mcg/kg 
G-CSF-PEG (20K) 250 mcg/kg 
G-CSF 50 mcg/kg 

-*-G-CSF 250 mcg/kg 

-#-G-CSF 50 mcg/kg 

—t— Chem-PEG G-CSF 250 mcg/kg 
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Study Conditions 

G-CSF 

PBS (pH 7.5) 

Bolton Hunter Rgt (cold) 
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Study Conditions 
G-CSF-PEG (20 KDa) 
PBS (pH 8.0) 
mannitol (2.5%) 
40 °C 

polysorbate 80 (0.005%) 
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At1g08660/F22O13.14 




Arabldopsls 
thaliana 


n.d. 


AC003981 AAF99778.1 ' 
AY064135AAL36042.1 
AY124807AAM70516.1 
NCJ)03070NP 172342.1 
NM 180609 NP 850940.1 


Q8VZJ0 
Q9FRR9 




Hi 




lie 




mm -Mm 


CG-2,3-sialyltransfera8e 
(ST3GAL-IV) 




Bos tetmys 


n.d. 


AJ584673 CAE48298.1 







CMP a-2,8- 
sialyltransferase (ST6Gal 



sialyltransferase ST3Gal- 
II (Siat4B 



polysialyltransferase 
(PST) (fragment) ST8Sia 
IV 



Bos taunts 



2.4.99.1 Y15111CAA75385.1 018974 
NM_1 7751 7 NP_803483.1 




Bos taurus 



n.d. 



AJ748841 CAG44450.1 




Cercoplthecus 2.4.99.- AF21 0729 AAF1 71 05.1 Q9TT09 
aethiops 




o&-2,3-siaiyitransferase 
ST3Gal I (Slat4) 



dona intesttnalis n.d. AJ62681 5 CAF251 73.1 



Cfc-2,8- 
polysiafyltransferase 
ST8Sla IV 



Gricetulus griseus 2.4.99.- 



-AAE28634 Q64690 
Z46801 CAA86822.1 




GalP-1,3/4-GlcNAcoc^ 
2, 3 -sialyltransferase 
St3Gal II (fragment' 



Cricetulus gnseus n.d. AY266676AAP22943.1 Q80WK9 




cc^.S-sialyltransferase 
ST3Gal II (Slats; 



Danio rerio 



AJ783741 CAH04018.1 




0Cr.2,3-slalyltransferase 
ST3Gal IV (Siat4c) 



n.d. 

Danio rerio n.d. AJ744809 CAG32846.1 

10/23 



WO 2005/070138 



Protein i 



"•• Organism, 



i'V^o'i'.' r tt.^-,j ; 0 h -> 7.-; ■ 



o^.e-slalyltransferase 
ST6Gali (SiatD 



Dan/o renb 



PCT/US2005/000799 



v » EC# GenBank / GenPept SwissProt ^ D 



n.d. AJ744801 CAG32837.1 



mmmmmmmmimmmmgmmmmm 



0C-2,6-sialyltransferase 
ST6GalNAcV(SIat7E) 
(fragment] 



Danio rerio 



n.d. AJ646874 CAG26703.1 




CC-2,8-sialyltransferase 
ST8Sia I (Slat 8A) 
(fraqment) 



Danio redo 



n.d. AJ71 5535 CAG29374.1 




0^2,8-sialyltransferase 
ST8Sia VI (Siat8F) 
(fragment] 




A/-glycan cc-2,8- 
sialyltransferase 



Danio rerio 



n.d. BC050483AAH50483.1 Q7ZU51 
AY055462 AAL17875.1 Q8QH83 
NM^153662 NPJ705948.1 




0^2.6-siafyltransferase 
(CG4871) ST6Gal I 



Drosophfla 
melanogaster 



2.4.99.1 AEOO3465AAF47250.1 Q9GU23 
AF218237AAG13185.1 Q9W121 
AF397532AAK92120.1 
AE003465AAM70791.1 
NMJ)791 29 NP..523853.1 
NM 166684 NP 726474.1 



cc*-2 f 3-slalyltransferase 
ST3Gal I 



Gallusgallus 2.4.99.4 X80503 CAA56666.1 Q11200 

NM 205217NP_990548.1 



cc-2 ,3-sialytransferase 
(ST3GAL-II) 





0^2,6-siaIyltransferase 
ST6Gal I 



Gallusgallus 2.4.99.1 X75558 CAA53235.1 Q92ie^ 

NM 205241 NP 990572.1 





0^2,6-sialyltransferase 
ST6GalNAc II 



Gallus gallus 



2.4.99.- X77775AAE88030.1 Q92184 
NM_205233CAA64813.1 
NP 990564.1 
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"77' Organism 



Gallus galtus n.d. AJ646877 CAG2670S.1 



HiaiiiBB 1 11111 mm : ■liiiiii i s 



MM ill SiilBilSiSlii 111! I 1 



Ga//tis gallus n.d. AJ627629 CAF29497.1 



P-galactosamlde Ofc-2,6- 
sialy (transferase II 
(STOGal U) 



Homo sapiens 2.4.99.4 U63090AAB40389.1 Q16842 

BC036777 AAH36777.1 O00654 
X96667CAA65447.1 
NM 006927 NP 008858.1 
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0Cr-2,3-sialy {transferase 
ST3Gal IV 
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Organism £C# , GenBank / GeriRept > Swiss Prot 



Homo sapiens 2.4.99.- 



. L23767AAA16460.1 
AF035249AAC14162.1 
BC010645AAH10645.1 
AY040826AAK93790.1 
AF516602AAM66431.1 
AF516603AAM66432:1 
AF516804AAM66433.1 
AF525Qi84AAM81 378.1 
X74570CAA52662.1 
CR456858CAG33139.1 
NM 006278 NP 006269.1 



Q11206 
060497 
Q96QQ9 
Q8N6A6 
Q8N6A7 
Q8NFD3 
Q8NFG7 



wmmmmmst 



cc-2,6-siaJyItransferase 
(ST6Gal II ;KIAA1877) 



Homo sapiens 



m - mm?m mmm t mm - mm ~ 



n.d. BC008680AAH08680.1 Q86Y44 

AB058780 BAB47506.1 Q8IUG7 

AB059555 BAC24793.1 Q96HE4 

AJ51 21 41 CAD54408.1 Q96 JF0 
AX795193CAE48260.1 
AX795193CAE48261.1 
NM 032528 NP 115917.1 




a-2,6-siafyKransferase 
(STBGalNAcV) 



Homo sapiens n.d. BC001201 AAH01 201.1 

AK056241 BAB71 127.1 
AL035409CAB72344.1 
AJ507292CAD45372.1 
NM 030965 NP 112227.1 



Q9BVH7 




ct-2,6-slalyltransferase 
ST6Gal I 



Homo sapiens 2.4.99.1 BC031 476 AAH3 1476.1 

BC040009AAH40009.1 
A1 7362 CAA01 327.1 
A23699CAA01686.1 
X17247CAA35111.1 
X54363CAA38246.1 
X62822CAA44634.1 
NMJJ03032 NP_003023.1 
NM 173216 NP 775323.1 



P 15907 



■Hi ! WBM 11 1111 W£MBm£ ; --- 111 



cc-2,8 
polysialyltransferase 
ST8Sla IV 



L4 1 680 AAC4 1775.1 Q8N1F4 

BC027866 AAH27866.1 Q921 87 

BC053657 AAH53657.1 Q92693 
NM 005668 NP 005659.1 




0^-2,8-sialy (transferase 



Homo sapiens 2.4.99.* 



L29556 AAA3661 3.1 Q921 86 
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SwissProt y 3D 


ST8Sia H 






U82762AAB51 242.1 
U33551 AAC24458.1 
BC069584AAH69584.1 
NM 00601 1 NP 006002.1 


Q92470 
Q92746 




mi 


5 , 


#§#^P^5* Si S# ^s^fe 

& • ^^Mi^&ffife t M mm 




ct-2,8-sialyitransferase 
ST8Sia V 




Homo sapiens 


2.4.99.- U91641 AAC51727.1 
CR457037CAG33318.1 
NM 013305 NP 037437.1 


016486 




lactosylceramide ct-2,3- 
slaly (transferase (ST3Gal 
V) 



Homo sapiens 2.4.99.9 



AF1 05026 AAD1 4834.1 
AF119415AAF66146.1 
BC065936AAH65936.1 
AY152815AA016866.1 
AAP65066 AAP65066. 1 
AY359105AAQ89463.1 
AB018356BAA33950.1 
AX876536 CAE89320.1 
NM 003898 NP 003887.2 



Q9UNP4 
094902 



N-acetylgalactosaminide 
c&-2,6-sialyltransfera$e IV 
(ST6Ga(NAc IV) 



2.4.99.- AF127142AAF00102.1 
BC036705AAH36705.1 
AAP63349.1 
AB035172BAA87034.1 
AK000600BAA91281.1 
Y17461 CAB44354.1 
AJ271734CAC07404.1 
AX061620CAC24981.1 
AX068265CAC27250.1 
AX989252CAF14360.1 
NMJJ14403 NP_055218.3 
NM_175039 NP1 77820 4.1 

^ m 



Q9H4F1 
Q9NWU6 
Q9UKU1 
Q9ULB9 
Q9Y3G3 
Q9Y3G4 



unnamed protein product 



Homo sapiens n.d. AK021929 BAB1 3940.1 

AX881696CAE91353.1 

mn 



Q9HAA9 
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2,3-sialyltransferase 
(ST3Gai IV) 
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GenBank / Geripept:. vSwissRrpt ^ • 



Mesocrfcefus 2.4.99.6 AJ245700 CAB53395.1 Q9QXF5 . 
auratua 



polysialyltransferase 
(ST8Sia IV) 



Mesocricetus 
auratus 



2.4.99.- AJ245701 CAB53396.1 Q9QXF4 




C^.S-sialyltransferase 
ST3Gal II 



St3gal2 Mus musculus 



2.4.99.4 BC01 5264 AAH1 5264.1 
BC066064AAH66064.1 
AK034554BAC28752.1 
AK034863BAC28859.1 
AK053827BAC35643.1 
X76989CAA54294.1 
NM 009179NP_033205.1 
NM 178048 NP 835149.1 



Q11204 
Q8BPL0 
Q8BSA0 
Q8BSE9 
Q91WH6 




ct-2,3-sialyltransferase 
ST3Gal IV 



St3gaI4 Mus musculus 2.4.99.4 



BC01 1 121 AAH1 1121.1 P97354 

BC050773 AAH50773. 1 Q61 325 

D28941 BAA06068.1 Q91Y74 

AK0O8543 BAB25732.1 Q921 R5 

AB061 305 BAB4 7508.1 . Q9CVE8 

X95809CAA65076.1 
NM 009178 NP_033204JL 




a-2,6-sialyltransferase 
ST6GalNAc II 



St6galnac2 Mus musculus 2.4.99.- 



NM 0091806677963 
BC010208AAH10208.1 
AB027198BAB00637.1 
AK004613BAB23410.1 
X93999CAA63821.1 
X94000CAA63822.1 
NM 009180 NP 033206.2 



P70277 
Q9DC24 
Q9JJM5 




o-2,6-slalyltransferase St6gal2 Mus musculus 
ST6Gal II 



n.d. AK082566 BAC38534.1 
AB095093 BAC87752.1 
AK1 29482 BAC98272.1 
NM 172829 NPJ76641 7.1 



Q8BUU4 



cc-2,6-sialyltransferase St6galnac3 Mus musculus 
ST6GalNAc III 



n.d. BC058387 AAH58387.1 
AK034804BAC28836.1 
Y11342CAA72181.2 
Y11343CAB95031.1 
NM 011 372 NP 035502 



Q9WUV2 
Q9JHP5 
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tt-2,8-s!alyltransferase 
(GD3 synthase) ST8Sia I 



Stdsfa 1 Mus muscufus 2.4.99.8 



L38677AAA91869.1 
BC024821 AAH24821.1 
AK0461 88 BAC32626.1 
AK052444BAC34994.1 
X84235CAA59014.1 
AJ401102CAC20706.1 
NM_011374NP 035504.1 



Q64468 
Q64687 
Q8BL76 
Q8BWI0 
Q8K1C1 
Q9EPK0 




cc-2,8-sia!yltransferase 
ST8Sia II 



St8sfa2 Mus musculus 2.4.99. 



X83562CAA58548.1 
X99646CAA67965.1 
X99847CAA67965.1 
X99848CAA67965.1 
X99649CAA87965.1 
X99650CAA67985.1 
X99651 CAA67965.1 
NMJ)09181 NP 033207.1 



035696 




0t-2,8-siaIyKransferase 
ST8Sia V 



St8sia5 Mus muscufus 



2.4.99.- 



BC034855AAH34855.1 
AK078670BAC37354.1 
X98014CAA66642.1 
X98014CAA66643.1 
X98014CAA66644.1 
NMJ)13666NP 038694.1 
NM 153124 NPI694764.1 
NM 177416NP 803135.1 



P70126 
P70127 
P70128 
Q8BJW0 
Q8JZQ3 




GD1 synthase 
(STBGalNAc V) 



St6ga!nac5 Mus musculus 



BC055737AAH55737.1 
AB030836 BAA85747.1 
AB028840BAA89292.1 
AK034387BAC28693.1 
AK038434 BAC29997.1 
AK042683 BAC31331.1 

KIM l*M9ft9flMD mp-lCGO 



Q8CAM7 
Q8CBX1 
Q9QYJ1 
Q9R0K6 



lyiyaia^iucjdiiuinut; mUS mUSCUlUS 



Cfc-2,6-sialyItransferase 
(ST6GalNAcVI) 



2.4.99.- BC036985AAH36985.1 Q8CDC3 

AB035174 BAA87036.1 Q8JZW3 

AB035123BAA95940.1 Q9JM95 

AK030648 BAC27064. 1 Q9R0G9 
NM 016973 NP_Q58669. 1 




cc-2,3-sfalyltransferase 



Oncorhynchus n.d. 
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mvklss 








mmmmm : m 


HiliiilMllt 









CC-2,8- 
polysialyltransferase IV 
WSTSSiaT " 



myklss 




0^2,3-slalyltransferase 
ST3Gal IV 



Oryctolagus 2.4.99.- AF121967AAF28871.1 Q9N257 

cuniculus 




OSJNBa0043L24.2 or 
OSJNBb0002J11.9 



Oryzasativa n.d. AL731 626 CAD41 185.1 

(japonica cllltivar- AL662969 CAE04714.1 

group) 




0-2,6-sialyltransferase 
ST6Ga!NAc V (Slat7E) 
(fragment) 



Oryzias latlpes n.d. AJ646876 CAG26705.1 



tt-2 ,3-slalyltransferase 
ST3Gal II (S!at5) 



Pan troglodytes n.d. AJ 744804 CAG32840.1 



cc-2 ,3-slalyltransferase 
ST3Ga) IV (Siat4c) 



Pan troglodytes n.d. AJ626824 CAF251 82.1 



cc-2 ,6-sialyltransferase 
(Sia7A] 



Pan troglodytes n.d. AJ748740CAG38615.1 




0^2,6-siaIyltransferase 
ST6GalNAcV (Stet7E] 




oo-2, 8-s ialy transferase 8 A 



















mm 






MlliilMI 











a^S-slalyltransferase 8E 
(Siat8E! 




'-galactosamide oc-2,6 
slalyltransferase I 
Slatl) 



Pan troglodytes n.d. AJ697662 CAG26900.1 

|||||| 

Pan troglodytes 2,4.99.1 AJ627624CAF29492.1 




GM3 svnthafift STartal V 



WO 2005/070138 



Protein . 



PCT/US2005/000799 



FIGURE €l \OTL 



QrcjanisiTi EC# GenBank / GehPept SwfssProt. 




0-2,3-sialyltransferase 
ST3Gal III 



Rattus norveglcus 2.4.99.6 M97754AAA42146.1 Q02734 

NM 031697 NP 113885.1 



0Cr2,3-sialyitransferase 
ST3Gal VI 



Rattus norvegicus n.d. AJ626743CAF25053.1 



oc-2 f 6-sialyltransferase 
ST6Gal I 



Rattus norveglcus 2.4,99.1 M1 8769 AAA41 196.1 P13721 

M83143AAB07233.1 



ct-2,6-sialyJtransferase 
ST6GalNAc II (Siat7B) 



Rattus norvegicus n.d. AJ634467 CAG25679.1 




o-2,6-sialyltransferase 
ST6GalNAc IV (Slat7D) 
(fraqment) 



Rattus norvegicus n.d. AJ646871 CAG26700.1 



cc-2,6-sialyltransferase 
STBGalNAcVI (3iat7F) 
(fraament) 



Rattus norvegicus n.d, AJ646881 CAG26710.1 



mm^immmm; mM Mimm mm mm s mmmmmmm < m mm 



ck-2,8-sialyItransferase 
ST8Sla IV 



RattusnorvegicUs 2.4,99.- U90215 AAB49989.1 008563 




GM3 synthase ST3Gal V 



Rattus norvegicus n.d. AB018049BAA33492.1 088830 

NM 031337NP 112627.1 



<&-2,3-sialy!transferase 
(St3GaWI) 



Siiurana tropicaits n.d. AJ585763CAE51 387.1 



o-2,6-sialyltransferase 
(St6ga(nac 



Strongylocentrotus n.d. 
ourpuratus 



AJ699425 CAGZ/BB/.I 




Cfr-2,6-sialyltransferase 
1 ST6Gal ' 



2.4.99.1 AF1 36746 AAD33059.1 Q9XSG8 




slalyltransferase 
(fraamenti ST6Gal I 



susscrofa n.d. AF041 031 A AC 15633.1 062717 
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GenBank / GenPept, 


SwissProt ^ 


0-2,3-slalyltransferase 
(SJatS-r) 


Tekifugu rubrfpes 


n.d. 


AJ744805 CAG32841.1 




..< < . ;.v, .=,..^1 ..- imsm$ 
mmmmmmM^mmmM 




lii 




- il m 


oc-2,3-sfaly!transferase 
STdGa! 11 (Siat5) 
(fragment) 


Takifugu rubripes 


n.d. 


AJ626817CAF25175.1 




" mmm - mm i 

1 S • Ml " t-r-.f '''■■•> ' i£ 


liSl 1 BSiili > 








ct-2,6-sialyltransferase 
ST6Gall(Slat1) 


Takifugu rubripes 


n.d. 


AJ744800 CAG32836.1 








liB 




■imi 


oc-2,6-s!alyltransferase 
ST6GaINAc II B (Siat7B- 
related) 


Takifugu rubripes 


n.d. 


AJ634461 CAG25682.1 






m r, mm. mmm& 

l \ : 












vmm 




• • r :i I 


ct-2,6-$ialy!transferase ' 
ST6GalNAc IV (siat7D) 
(fragment) 


Takifugu rubripes 


2.4.99.3 


Y17466CAB44338.1 
AJ646869CAG26698.1 


Q9W6U6 




.0-2 ,6-si alyltransferase 
ST6GalNAcVI(Slat7F) 
(fragment) 



Takifugu rubnpes n.d. AJ646880 CAG26709.1 




<&-2,8-sialyltransferase 
ST8Sla II (Siat 8B) 
(fragment) 



Takifugu rubripes n.d. AJ71 5538 CAG29377.1 




a-2 t 8-sialyltransferase 
ST8Sla lllr(Siat 8Cr) 



Takifugu rubripes n.d. AJ71 5542 CAG29381 .1 




Cfc-2, 8-sia lyltra risferase 
ST8Sia VI (Siat 8F) 
(fraament) • 



Takifugu rubripes n.d. 



AJ71 5549 CAG29388.1 



oc-2,3-sialyltransferase 
(Siat5-rt 



Tetraodon 
niarovlridis 



n.d. AJ744806 CAG32842.1 



oc-2,3-slalyl transferase 
ST3GaLlllJSIat6 



Tetraodon 
nigroviridis 



n.d. AJ626822 CAF25180.1 




0-2,6-siaIyltransferase 
ST6GalNAc V (Slat7E) 
(fragmen t) 



Tetraodon 
nigroviridis 




0^2,8-siatyitransferase 
ST8Sia II (SiatSB) 
(fraament) 



Tetraodon 
nigroviridis 



n.d. AJ715537 CAG29376.1 
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cc-2,8-sialyltransferase 
ST8Sia Mr (Slat 8Cr) 
(fraament) 


Tetraodon 
nlgrovlridis 


n.d. AJ71 5640 CAG29379.1 









a-2,3-$falyltransferase 
(St3Gal-li: 



Xenopus laevls n.d. AJ585762 CAE51 386.1 




a-2 f 3-sialy!transferase 
St3GaMI! (Siat6) 



Xenopus taevis n.d. AJ585764 CAE51 388.1 

AJ626823 CAF251 81 .1 



mm 














put 


Mm 

















c&-2,8-sialyltransferase 
ST8SICC-I (Siat8A;GD3 
synthase) 



Xenopus laevis n.d. 



AY272056AAQ16162.1 
AY272057 AAQ1 81 83.1 
AJ704562 CAG28695.1 




(&-2,3-sialyltransferase 
(3Gal-VI) 



0-2,6-sialyItransferase 
ST8GalNAc V (Siat7E) 
(fragment; 

* n 



Xenopus trophatts n.d. AJ626744 CAF25054.1 
Xenopus trvpicalfs n.d. AJ646878 CAG26707.1 



SS86i^% : i - ,v """""" — " v ' : " ; 




P-galactosamide oc-2,6 
sialyltransferase It 
(ST6Gal II) 



Xenopus troplcalls n.d. AJ627628 CAF29496.1 









^mmmwrnrnm 


II1H 


polysiafyltransferase 


Escherichia coli K92 


2.4.-.- 


M88479AAA24215.1 


Q47404 
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SynE 


Neisseria meningitidis 
FAM18 


n.d. 


U75650 AAB53842.1 


006435 






lllil§ 




mmm 



SiaD (fragment) 



Neisseria meningitidis 
M209 



n.d. AY281 046 AAP34769.1 



polysialyltransferase (SiaD) (fragment) Neisseria meningitidis 

M3315 



n.d. AY234191 AAU85Z89.1 



polysialyltransferase (SiaD) (fragment) Neissena meningitidis 

M4211 



n.d. AY23419U AAQBOZOO.1 



polysialyltransferase (SlaD)(fragment) Neisseria meningitidis 

M5177 



n.d. AY234193AAU85Z91.1 



SiaD (fragment) 



Neisseria meningitidis 
M980 



n.d. AY281 045 AAP34768.1 
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ORF2 



Haemophilus n.d. 
influenzae A2 



M94855AAA24979.1 



a-2,3-sialyItransferase 



Neisseria 2.4.99.4 U60664 AAC44539.1 P72074 

gonorrhoeae AAE67205. 1 

F62 




cc-2,3-sialyltransferase 



Neisseria 2.4.99.4 U60661 AAC44543.1 

meningitidis 
406Y, NRCC 
4030 




NMA1118 



Neisseria n.d. AL 162755 CAB84380.1 Q9JUV5 

meningitidis NC_0031 1 6 NPJ283887.1 



22491 



lis 




mm&m 


8« 




II 




M 








m • - ■■ ■ ■ 




-» 'it-."; 1 












f 



WaaH 



Salmonella 
enterica 
SARB25 



n.d. 



AF519787AAM82550.1 Q8KS93 




WaaH 



Salmonella n.d. 
enterica SARB8 



AF51 9792 AAM82555.1 Q8KS90 




WaaH (fragment) 




Salmonella 
enterica 
SARC12 



n.d. AF51 978 1 AAM88842.1 



WaaH (fragment) 




oaimoneua 
enterica 
SARC14I . 



n.d. AF519783AAM88844»1 Q8KS97 




WaaH 




Salmonella 

enterica 

SARC16II 




n.d. AF519785AAM88846.1 Q8KS95 
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WaaH (fragment) 



Salmonella 

enterics 

SARC41 



n.d. 



AF5 19773 AAM88835.1 Q8KSA3 




WaaH 



Salmonella 

enterics 

SARC6lla 



n.d. 



AF51 9775 AAM88837.1 Q8KSA2 
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tilt 


mm m $ : * 
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up 
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WaaH 



Salmonella 

enterics 

SARC9Y 



n.d. AF519778AAM88839.1 Q8KSA0 










mm t m m k m mm\ 


Cst 


Campylobacter jejuni 
81-176 


n,d. 


AF305571 AAL09368.1 


siiisisiiiss 





filii 


iWiSKiSBil Blii 111 


cc-2 f 3-slalyltransferase (Cst- 

III) _____ 


Campylobacter Jejuni 
ATCC 43430 


2.4.99.- 


AF4d0047AAK85419.1 




v isfii - • • - 


wmm 





a-2,3/8-sialyltransferase Campylobacter jejuni n.d. AF400048AAK9 1725.1 Q93MQ0 
(Cstll) ATCC 43438 



o>2 , 3/8-sialy Itransfe rase 
(Cst-ll) 



Campylobacter jejuni n.d. AF216647 AAL36462.1 
ATCC 700297 



oc-2,3-sialyltransferase cstlll Campylobacter jejuni 2.4.99.- AF1 95055 AAG29922.1 

MSC57360 



o^S/K^.S-sialyttransferase Campylobacter Jejuni n.d. -AA096669.1 
II (cstll) O:10 AX934427CAF04167.1 



a-2 t 3/c&~2,8-sialyltransferase Campylobacter Jejuni . n.d. AX934436 CAF04171.1 
II (Cstll) 0:36 



cc^S/cc^a-sialyltransferase Campylobacter jejuni n.d. -AAO98670.1 
II (Cstll) 0:41 -AAT17967.1 

AX934429 CAF041 68.1 

blfuncllonal a-2,3/-2,8- Campylobacter Jejuni 2.4.99.- AF130984AAF31771.1 

sialyltransferase (Cst-ll) OH4384 AX934425CAF04166.1 



1R07C 
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PM1174 


Pasteurella multocida 
PM70 


n.d. 


AE0061 57 AAK03258.1 Q9CLP3 
NC 002663 NP 246111.1 








Mimmmmmmmm 


Sequence 10 from patent US 
6699705 


Unknown. 


n.d. 


-AAT17969.1 


fiSiiii , 1 ' isili 


imiiiiii 


MR 




Sequence 2 from patent US 
6709834 


l/nknown. 


n.d. 


-AAT23232.1 










Sequence 3' from patent US 
6699705 


Unknown. 


n.d. 


-AAT1 7965.1 . 




mmtm • mm 






Sequence 35 from patent US 
6503744 ffraqment) 


Unknown. 


n.d. 


-AA096685.1 

-AAS36262.1 










Sequence 5 from patent US 
6699705 


Unknown. 


n.d. 


-AAT1 7966.1 


iiiiiliilliillil 
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